Upregulation of interleukin‑17F in colorectal cancer promotes tumor invasion by inducing epithelial‑mesenchymal transition.
Interleukin‑17F (IL‑17F) is a member of the IL‑17 family of proteins. Previous studies concerning IL‑17F have mainly focused on its proinflammatory responses, whereas the present study explored its role as an oncogene in colorectal cancer (CRC). The present study investigated the expression of IL‑17F in 69 patients with CRC. IL‑17F was significantly overexpressed in tumor mucosa compared with that in the paired non‑tumor mucosa. Furthermore, several studies from Gene Expression Omnibus (GEO) databases were analyzed to assess the association between IL‑17F and overall survival and relapse‑free survival time. Recombinant human IL‑17F protein (rhIL‑17F) and anti‑IL‑17F antibody were used to study the effect of IL‑17F on the CRC cell line HCT‑116 in vitro. According to the results of Transwell and wound healing assays, rhIL‑17F promoted HCT‑116 cell migration and invasion which was mediated by inducing epithelial‑mesenchymal transition (EMT), whereas anti‑IL‑17F inhibited EMT.